Mosaic training Reims 2016-03-16
This document will help you to make additional training at home.
It assumes some prior knowledge to Mosaic and ISIScan Nova or that you use the Infratec Nova manual.

The following tasks are described:
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1 Check sample
Start to make a new product.
Sample type must be fAiCheck sampl eo.

ﬂ Save ™ Revert

s Instrument Calibration Product

Eg new product Validate

General information

Create a copy MName: Check sample <:|

viove to Product Group Code: CHECK

Delete Product
Sample type: | Check-sample
New Product <::| Grain

MNew Product Group lezit éj\ Wheat
Created: 2016-02-10 11:03:07
Madified: 2016-02-10 11:03:07

Created by: System Administrator
Maodified by:  System Administrator

Active: e

R

Save the product ( top left corner)

Then add a prediction model, this could be any model , we normally use a Wheat protein model.

2 Check sample
;L ek sample o Pk Nkas Prediction model options:  Fiatlst of prediction models
&, Prediction Model Type Partnumber  Version |lmported  Description (

&, Prediction Mol Type Part umber| Version Imporied  Descrpton |
Jh 60053478 WEPROOS4 Wheat Infratec NOVA 60063476 44000 2016-02-10 11:1418 |

Concel |

Then add a operational profile



B tink operation profites ta product

Configuration Deseription ‘
Infrates NOVA
e Infratec NOVA

[ Cancel

Now comes the important part , setting the limits.

Select Relative.

Using Relative can you do a O0check sample definit
then be used as the target and when a new check sample is requiredcanjustmak e a new 0Check sz«
definitiono and the | imits do not need to be chan
Select lower and upper warning and action limits. No sign, just the number.

Note that limits are the difference from the target.

Summary | Prediction Models | Operation Profiles | User-Defined Fields JNEGHIS

|y Check sample

Prediction Model Parameter Profile| Type Lower Action | Lower Warning | Target Upper Warning Upper Action

iy Instrument Calibration Product

¥ 60063478 WEPROD44_Wheat Pratein Relative ~ 2,00 1,00 1,00 200
Protein o] v i v Product e
1 & Check sample

Date: 2016-02-10 Time: 11:25:30

Settings

\/' Check sample \

In Nova will the graph show target and limits .



The other choices are Absolute and Differential .

Doing Absolute do you need to set the target yourself and also limits in absolute numbers, not difference.

It is stildl possi ble to makebeasedocheck sample defi
The limits you have set will be the ones used.

Summary | Prediction Models | Operation Profiles | User-Defined Fields JREGE

|y Check sample
ity Instrument Calibration Product

Prediction Model

Parameter Profile| Type Lower Action | Lower Warning | Target Upper Warning | Upper Action

b 60063478 WBPRO044_Wheat Protein Absclute ~ 1000 11,00 1200 13,00 14,00

Differential will use the target you set but with limits set as difference from the target.

Summary | Prediction Models | Operation Profiles | User-Defined Fields JEERTISS

|fly Check sample
iy Instrument Calibration Product

Prediction Madel Parameter Profile Type Lower Action | Lower Warning | Target Upper Warning Upper Action

¥ 60063478 WEPROD44_Wheat Protein Differential ~ 200 1,00 12,00 1,00 200

make a oO0check sampl e

Same with the possibildi

2 Parameter profile (name and order)

The parameter profile contains the name of the predicted parameter and the order it is presented in.
The parameter profile is created or selected when importing a prediction model.

It can of course be edited afterwards, please note that if the same parameter profile is used for multiple
prediction models will all of them be changed when editing the parameter profile.

I Summary
e
General information
Marne: Protein
N _ <:| The short name is the one that is
ort name; Protein
barameter code F— presented on the instrument.
Data type: Double
MNumber of decimals: 2
Force negative to zero:
Display order: 101

Report sort order:

Unit: % The ANameodo i s so
Created: 2015-07-07 143114 be unique. So you can have many
Modified 2016-02-10 112341 Proteinl.2.3. and so on, all with the
Cl R, Short name Protein.

Madified by: System Administrator

Description:

Display order is of course the order it is displayed on the instrument.



3 Sample numbering

There are many options for numbering.

Sample numbering is set in the Operational profile , sample numbering.

As you can see here is there also an article in the help files that describes sample numbering.

o Settings related to sample numbering. The help system contains an article on sample numbering eptions
Sample number enabled: |«

Sample numbering options:

(#) Manual entry by operator

() Automatic sample numbering
Manual:
Sample number mandatorny:

Repeat sample number from previous sample registration:

This is a common setting, Sample number is enabled and it is set so the last one comes up again.
Not e t he dpetfiimnre di U s éhisehablesiyou (0 $dtdp-specif input to the sample
registration. UDFs can also be searched in Mosaic.

Automatic options are many.

Read the article in the help files.

0 Settings related to sample numbering. The help system contains an article on sample numberin
Sample number enabled: |+

Sample numbering options:

() Manual entry by operator

() Automatic sample numbering
Automatic:

Sample-#&&#

Reset =2 Supported advanced Sample Mumber formatting codes (must be upper case):
Allo INSTRUMENTMNAME] - Name of instrument
[FRODUCTMAME] - Name of current Product
Motice: [PRODUCTCODE] - Code of current Product
[HH] - Hours (24)

[HHHH] - Hours (12 + AM/PM)

[MM] - Minutes

[S5] - Seconds

[DD] - Day

[M] - Menth

[¥] - Year (3)

[YY] - Year (13)

[YYYY] - Year (2013)

wwwww Sequential Preduct specific sample counter.
Prefixes with 0's and wraps according to the number of digits.
"Sample-##2' creates sample numbers from "Sample-001' to 'Sample-999',
No more than 9 # characters are allowed in the format string.
$-535358 - Global sample counter across different products.
Prefixes with 0's and wraps according to the number of digits.
Mo more than 9 § characters are allowed in the format string.
Sequences of # and § characters are allowed - e.g. 'Sample-§§§222'




4 Dynamic subsamples

Dynamic subsamples is a way to speed up analysis when analysing very homogeneous samples.

It will analyse 5 subsamples and then look at the standard deviation (Std) for a selected parameter, if it is
below a treshold will it stop there. If the Std is higher indicating a less homogeneous sample will it
continue to 10 subsamples.

EEEE] s

P Extensions

Setting Groups

Automatic export and print 0 Subsampling options
Check-sample product

Display optians . . .
Repetitions Enable dynamic subsampling:

Sample numbering Mark values with error on insufficient subsamples: ¥
Sample presentation Predict @n insufficient subsamples:
Speed

Storage options

Subsample handling

Subsample rejection (3cuf)

Subsample rejection (absorbance level)
Subsample rejection {ICE)

Dynamic subsampling is set first in the operational profile .
Then in the selected prediction model ( it can be multiple prediction models).

Instrument Settings | Links | Licenses | Moisture Compensation | Slope/Intercept

Parameter: Protein

Setting Groups

Leverage Outlier (B) Display SD:

Parameter Limit Check: o
Range Qutlier (T _ .

Required operation profile settings Upper Warning Limit: 100000
Residual Qutlier (&) Upper Action Limit: 1,00000

51 calculation settings

L . 5D based rejection:
Standard Deviation Outlier (C)

Rejection loops: 1

SD rejection limit: 100000

Dynamic subsampling: 7 < |
Subsampling SO limit:  |0,30000 < |

Tick the box and set a treshold.



5 Diagnostic reminder

When starting the instrument will it run a selftest and we recommend that a selftest is made every day.

If the instrument is not turned off is it helpful to have a reminder that tells the operator that a selftest shold
be made manually ( from the care menu).

Instrument and Instrument settings is where to set a diagnostic reminder.

Note! This can only be done on the master , so if the fields are greyed out do you need to go to the
Mosaic that is master for the instrument.

Summary | Contact Information PGEGTEEEGTEM Licenses

Configuration: | Infratec NOVA

F | Extensions

Setting Groups

Aut ti rt and print format . B .
utomatic sxpart and print formats o Settings related to instrument diagnostics.
Check-samples

Data cleanup

_ : . - ) : [
R Instrument diagnostics reminders enabled

Local Nova settings

Instrument diagnostics interval (days): g
Local TWM settings
Report templates Grace period (hours): 2
Action on expiration or failure: Add warning to samples

Add warning to samples
Block sample analysis

6 TestWeight prediction models
TWM models are normally part of the products / mcf files for the common grains types.
It is of course possible to add TWM prediction models to any type of grain.

The TWM models are divided up according to the unit used, so kg/hl have one set, Ib/bu one set and g/l
one set.

Summary PGEIETEE &S A Instrument Settings | Links | Slope/Intercept

Parameter: Test Weight

Setting Groups

Commeoedity Eguation

Range Outlier (D) Commoedity: | Custom

. . . . Custom
Reguired cperation profile settings .
o P np 9 Slope: Wheat (kag/hL)
5/ calculation settings Barley (kg/hL)
ariey kg
Intercept: Rye (kg/hl)
Oats (kg/hL)

In the setting, commaodity equation is it possible to select commodity. Wheat , Barley, Rye and Oat have
some special slope and intercept that candt

Commedity: | Wheat (kg/hL)
Slope: 0,1002

Intercept: 053

For Custom is the nothing like that so there can any slope and intercept be set.
It is of course still possible to set a slope and intercept on the instrument.



Summary | Parameter Settings | Instrument Settings | Links WSIREEUGIEIE1S

Parameter Slope/Intercept

_f Parameter Slope Intercept
4 Test Weight 1,000 0,000

Instrument Slope/Intercept

_# | Instrument Parameter Slope Intercept Total slope  Total intercept
4 91758315 Infratec NOVA Test Weight 1,000 0,000 1,000 0,000
Infratec NOVA Test Weight 1,000 0,000 1,000 0,000
Infratec NOVA (Magnus)  Test Weight 1,000 0,000 1,000 0,000
7 | mport & Export oOProduct s

When you buy a product ( calibration) you get a mcf file ( mosaic configuration file ).
This file includes everything needed so it can be imported either direct on the instrument ( care menu/

configuration) or to Mosaic.
~ & Global Network Meeting
Infratec 1241
In

Mew Product

Mew Product Group

Import Products

Configuration (2]
Mosaic Sync BI5sfeladl Export | Print | Backup | Instrument

Import instrument configurations

Import complete instrument configurations or import extensions to
the current instrument configuration such as new products or

licenses. i
Edit instrument configurations
Edit, create or view instrument configuration: products, prediction
models etc. i I
It is also possible to view detailed instrument surveillance data. Edit

‘ OK ‘ | Cancel ‘

This product does have the settings we recommend from Foss, but can of course be changed in Mosaic to

your preference.

The problem comes when you want to export a product as there is no such option L

What can be exported is a group configuration.



b &! Glokal Metwork Meeting
¢ [B Infratec 1241
+ [B Infratec NOVA

ﬂn Fass ||
» &! Hungary Update instrument group...
4 E IBL test Delete group
v B ILUNGA TEST Export instrument group configuration <:::|
’ E Infratec NOVA marke .
v & Infratec Nova Trainin Pss

3 Zf lamex Tact | "-l
This will export all products in that group together with other settings for the group. But this is very

useful when cloning standalone instruments.

8 Outlier detection
Outlier detection can be set in different ways depending on how much attention you want .

Summary PEENEEE G Instrument Settings | Links | Licenses | Moisture Compensation | Slope/Intercept

Parameter: Protein

Setting Groups

A
Leverage Qutlier (B) ( Display Leverage:
Parameter ~ Limit Check: v

Range OQutlier (C)

Required operation profile settings
Residual Cutlier [A)

5/1 calculation settings

Standard Deviation Cutlier (C)

Leverage Limit 16

First al | of vy o,ulLeveriyg tesiduhlaml §iandardidavihteon de wealso chark those
with B, A and C in Mosaic .

The box Display leverage is normally not ticket, meaning that it will not show during normal analysis, if
you tick this will the value always show even if it is zero.

Below is when Display is on.

Result History Details

Parameter Unit Value sSD Residual Leverage
Protein* 13,250,227 0,00 0,00

Same view without display ticked.



Result History Graph Details Reports Care

i k= Parameter Unit Value

Protein =« 13,25
Moisture = 9,35
W wn 34 07

If Limit check is ticked ( and it should ) will the limit always be checked and a warning come up.
And you can see the values in Detail view

Result History

Sample number: test 1

2 k= Parameter Value SD Residual Leverage
Protein [%] 13,25 0,227 0,00 0,00
Moisture [%] 9,35 0,040 0,00 0,00
TW [kg/hL] 34,07

Please also note that the range for Residual and Leverage is still 0-5 as in the 1241( a little confusing).

Range Outlier (D) is set with a warning and action limit, these are today set to the same value.
Before were these also subject to a level of 0 to 5 but that is gone now and there is an absolute limit.

9 E-mail reporting
It is possible to set up a group to send a report on instrument status or flag logs every week or month.

This can of course be a help to keep track on the instrument status.

Start to select Instruments and right click on the properties.

- & Global Network Meeting
v [ Infratec 1241
+ [B Infratec NOVA

ﬁl Foss Update inst t
pdate instrument group...
4 &! Hungary
Delete grou
b P IBL test e
e OF vy rreT Export instrument group configuration
m Properties

Select how frequent you want a report, if you want Flags log or status.

Then add an user to send it to.



@' Instrument Group Properties

Summary

Instrument Settings | Products | Parameters | Surveillance Limits

Send status reports by e-mail to the instrument contact person

() Mever
(O Monthly
Select report: Instrument status -
Flags leg
Instrument status ]

Specify e-mail recipients of surveillance alerts

MName E-mail Add... |

Bengt Nordlund bnd@foss.dk
Remove | i

Note that this function is only available in Mosaic pro ( network ).
Dear Bengt Nordlund,

The Mosaic Instrument Surveillance has raised the flag Events for the instrument
Infratec NOVA.

Instrument details:
Serial number: 91750965
Chassis ID: 36028844273881845
Contact person: N/A
Network: GI obal Network Meeting

Flags status summary:
Synchronisation: OK
Events: Warning
Diagnostics: OK
Outliers: Error
Product limits: OK

Kind regards,
The FieldTest3 Mosaic system

10 Moisture compensation
Do you want results compensated for moisture , the mositsure compensation is the way to do it.
Select Prediction model.



1 =

Summary | Parameter Settings

Instrument Settings Licenses QRS ETS T R0

Slope/Intercept

Parameter: Maisture

Meisture Compensation Details

Enstlec s <—

Predicted basis: Basedonasis

- Predicted basis level: 0
Reported basis: Is moisture <::|
Reported basis level: 0

Apply before Slope/Intercept:

The simple thing is to start with Moisture
This will tell the system what parameter that is moisture so it can use it for calculating any moisture
compensation.

, Ti ck

Second is to go to the parameter that you want to compensate, for example Protein .

Summary | Parameter Settings | Instrument Settings = Moisture Compe i Slope/Intercept

Parameter: Protein

Maoisture Compensation Details

Enabled: b

Predicted basis: Based on dry matter

Predicted basis level: 0

Reported basis: Based on constant moisture

Reported basis level: 14 Describes the moisture basis that should be used when reparting results for the parameter on the screen l

Apply before Slope/Intercept:

I n most cases are Fosat tcarld b,r agzd oinfs yamw evda mtn thikde yr
14% moi stur e, then tick enabl ed, then sel ect nirep
AReported basis |l evelod to 14.

11 Surveillance

Print a Diagnostic report , this is the first simple way to check status on you instrument.
It will give a fast indication if everything is Ok.

Next step is to look in Surveillence in Mosaic. Here can you quickly get an overview on the number of
selftests made and how many that failed. Also if they are start up tests or manual tests.



Synchronisation | Samples
* | Filter options
Status: All
Limit Mumber of Self Tests: | 50
Period
(s) Today and last ?d days
@] From: = 2016-02-08 @ 00:00 To:
f |Type Started
Start Up Test 2016-02-12 14:38:40
Start Up Test 2016-02-12 14:26:58
Start Up Test 2016-02-03 08:44:10
Start Up Test 2016-02-03 07:47:35
Start Up Test 2016-02-02 15:20:20
Start Up Test 2016-01-19 09:48:14
Start Up Test 2016-01-07 10:38:57
Q Start Up Test 2016-01-07 10:24:41
Start Up Test 2016-01-07 10:08:17
Start Up Test 2016-01-06 15:35:46
Start Up Test 2015-12-08 13:2&:16
Manual Diagnostics 2015-12-08 13:19:14
Q Startu p Test 2015-12-08 13:17:45
Q start Up Test 2015-12-08 13:16:40
@ Startu p Test 2015-12-08 131545

Double click on one to open the window



Self Test Details

General Information Steps
Started: 2016-02-12 14:38:40 Name Step Number | Started Completed | £ =
All 14:38:40 14:40:27
Completed: | 2016-02-12 14:40:27
Lamp test 1 14:38:40 14:38:40
Status: 0K Grating test 2 14:38:40 14:38:40 7
Instrument: | Infratec NOVA Detector 1 3 14:38:40 14:38:40
Voltage measurement test 4 14:38:40 14:38:40
Main hardware test 5 14:38:40 14:38:40
TWM startup test ] 14:38:40 14:38:40 -
Details
S Data | Files | Instrument Audit Trail
Message Hint Timestamp | Code Source Madule F

(o]

Here is a lot of information but | would like to point out a few things.

1. Instrument Audit trail, here is it possible to see what SW version and other important settings that
have been used.

@ Self Test Details

General Information Steps
Started: 2016-02-12 14:38:40 Name Step Number | Started Campleted =
All 14:38:40 14:40:27
Completed: | 2016-02-12 14:40:27
Lamp test 1 14:38:40 14:38:40
Status: 0K Grating test 2 143840 14:38:40 1
Instrument:  Infratec NOVA Detector 1 3 143840 L43k40
Voltage measurement test 4 14:38:40 14:38:40
Main hardware test g 143840 14:38:40
TWM startup test [ 14:38:40 14:38:40 -
Details
Events | Data
Cupused: | N/A
Mame Type Description Software version | Hardware version  Chassis 1D Serial number
Infratec NOWVA Infratec NOVA instrument extension 16.2.5a 0.2.0.0 36028844273881845 91750965
ISIscan Nova 7.06.16 36028844273881845 91750965
Sil0mm Manochremator detector Generic monochromator detector instrument extension 36028844273881845 91750965
Test Weight Module Test Weight Module for Infratec NOVA 36028844273881845 91750965
Setting Groups
Cherlesomple selty o For instrument version 2 6.16 the settings are located at ‘Check-samples’ settings group
Check-samples
Instrument diagnastics
Prochuct variants settings Mark samples after unsuccessful check-sample:

2. Next is the stability test , this equals noise test.



Self Test Details

General Information Steps
Started: 2016-02-12 14:38:40 Name Step Number  Started Completed | ¥
Detector 1 3 14:38:40 14:38:40
Completed:  2016-02-12 14:40:27
Voltage measurement test 4 14:38:40 14:38:40 | |
Status: oK Main hardware test 5 14:38:40 14:38:40
Instrament: e TWM startup test 6 14:3840 14:3840 y
Stability test 7 14:38:40 14:39:40
Wavelength test 8 14:39:41 12:40:27
Details
Events NOSEY Instrument Audit Trail
Stability test
210 -
Detector: Sil0mm - i . =
Detector status: OK
Detector configuration:  Uninitialized 180
Segment: Segment 1 -
Segment status: OK %310 —o— Values
2 —e— Upper limit
Segment start: 400 nm
S 1t resolution: 05
egment resolution: )5 nm 080
Parameter: noiseDrift -
.
Parameter status: OK =
010
0 1 2
Scan number

This is a typical manual test , with only one point well below the treshold.
The next screen shoot is start up test where the noise strts high up and then falls down to an
acceptable level.

# Self Test Details

General Information Steps
Started: 2016-02-12 14:26:58 Name Step Number | Started Completed | § ‘
Detector 1 B 14:26:58 14:26:58
Completed: | 2016-02-12 14:31:11
Voltage measurement test 4 14:26:38 14:26:38
Status: oK Main hardware test 5 14:26:58 14:26:58
Instrument | Infratec NOVA TWM startup test 6 14:26:58 14:26:58 4
Stability test 7 14:26:58 14:30:24
‘Wavelength test 8 14:30:24 14:31:11
Details
Events JNBEEM Files | Instrument Audit Trail
Stability test
Detector: Sil0mm = =
201
Detector status: Error
Detector configuration: | Uninitialized
151
Segment: Segment 1 =~
Segment status: oK 2 —8— Yalues
2 101 —e— Upper limit -
Segment start: 400 nm
Segment resolution: 05 nm
51
Parameter: noiselrift =
Parameter status: QK |=
01
o 10 20 30 40 50
Scan nurnber

3. There is of course more intresting information if you want to look around.



12 Automatic start

If you want the instrument to start direcly when the sample is put into the hatch is that possible to set up.
Please not that you then must select the product first.

This is done in the operational profile / settings /sample presentation.

Just tick the box, please note that all products using this operational profile will be updated and will start
automatically.

} | Extensions

Setting Groups

Auts ti rt and print . S -
Homatic export and prin o Automatic start option (conveyor operation only)
Check-sample product

Display options

Repetitions Sample presentation: 1
Sample numbering Automatic start:
| Sample presentation |

Scan settings

Speed

Storage options

Subsample handling

Subsample rejection (3cut)

Subsample rejection (absorbance level)

Subsample rejection {ICE)

13 Advanced filters
If you want to find specific samples is that possible using advance filters .

[symeronsatin | samies | Dagnostes | vents |

) Filter options
Product: All products
Sample type: All sample types Sample number:
Reference values: Al samples Samples to view: | 100
Analysed period Advanced filters
+ Todayand last 7 days Filters are inactive,
Show sample infarmation: Show secondary parameters: I |
pil A F | L]k 9| Product Sample Type  Sample Number| Analysed Protein [%]  Moisture [%] | OIIDM [%] | TW [kg/hll =
3 Q ¥ BarleyWGN  Normal Sample-0024  2016-02-12 14:32:23
Q ¥/ Barley WGP
o ¥ Borieyiid Advanced Filters
Q ¥ BarleyWd
Q ¥ Bareywg  Tyee Name: Qualifier: Operator:  Value:
Q W BarleyWGl  parameter ~  Moisture [%] - - s ~ 9
=] B BarleyWd
=] § Bareywg| Mo filter ©
[~ ¥ Barieywg] MNofilter
Parameter
[~ §/ BarleyWd| UDF
=] ¥ BarleyWq| | Identification
(=] B/ BarleyWd
N filt -
b ¥ BarleyWd o T
at v Barleywd) . S
& ' 2 Match: () All fiters [ Reset | 0]
ﬁ ¥ Barleywd ® Any flter —
&t ¥/ BarleyWd|
— — —
=] ¥ BarleyWGN  Normal B5 2016-02-12 1255509 10,02 1197 67,50

Click on the edit button and the advanced filter window comes up. Here is it possible to search using a
number of different filters, both on parameters, UDF and identification.

So if you want all samples containg less than 9 % moisture set it as the first line in the advanced filter
window.



